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Thermal stability analysis of methylated VEGF G-quadruplex structure
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Fig.1 CD HIFEEIZ & 5 G4 HEMT
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VEGF G4 JERRELSIHIZIZ 4 oD CpG BNEEN
% (Table), = Z T, ZHLEHD CpG sk A A F L
fE L7 DNA KOVF_TOH CpG # A F b L=
DNA ZAb22 4R L=, Z @ DNA Zffi~> T, EB
LT,



Table | VEGF G4 o+ 54 ) I X7 VAF R

Table 2 &A1 A4 L SAFIZR T D VEGF G4 W& K

Name Sequence (5" to 3”) Condition of ion Topology
Unmethylated CGGGGCGGGCCGGGGGCGGGG 20 mM NaCl + 2 mM MgCl, parallel
Fully methylated ~ *"CGGGG*CGGGC"CGGGGG"CGGGG 20 mM NacCl mix/hybrid
C1 methylated SMCGGGGCGGGCCGGGGGCGGGG 20 mM KCI parallel

C6 methylated CGGGG"CGGGCCGGGGGCGGGG

C11 methylated CGGGGCGGGCCGGGGGCGGGG |2, Na‘tFZ{E T D %14:|

C17 methylated

me A F Ak

CGGGGCGGGCCGGGGG™CGGGG

L. Na" & Mg {7 7E F D %A

50 mM Tris-HCl buffer (pH 7.4), 20 mM NaCl + 2 mM
MgCLIF1E FIZB W T % DNA Y > 7L 2 Ffil L,
Folding (95°C 3 min, 95°C—25°C 30 min)% 7>} 7=,
Z D%, 25°C 75 95°C £ CHIERE % EH S+
7206 CD A7 h L& JIE LT, CD 2 Hvy,
TwflEZ % H L=, 25°C @ CD fE% 100%., 95°C iZ
BITHCDEZE 0%E LT/ —~T7 4 AL, 50%IZ
B HIRET T fE % RS,

p. Na f#4E F D %14

50 mM Tris-HCI buffer (pH 7.4), 20 mM NaCl 7£7£
TIZBWT. & DNA Y I el L=, Dk,
FHiE1 ERBRICEREIT o7,

B. KMF{E F D44

50 mM Tris-HCI buffer (pH 7.4), 20 mM KCI 7£7E
TIZBWT, & DNA Vv T aflfl L=, =Dk,
FiE1 L RIBRICERZITo 7,

3. &R
L. Na* & Mg {7 7E F D 4]

20 mM NaCl + 2 mM MgCl, 77£ F T4 DNA @
CD A7 M OFERIT 263 nm IZR YT 4 7 ¥ —
JERLIZZEND, parallel #EZ KT 5 2
& AVURE 72 (Table 2), F£72. 263 nm & CD fiH»
O TmfEZ AT L7oAES. Cll 2 A F kT 5 &
VEGF G4 i OBVZ EVEN ERT 25 2 LR Eh
7-(Table 3),

20 mM NaCl 77 F T% DNA & CD A~XZ7 k)b
OFERIZ 263 0m & 290 IR T 4 T E—7 %
RL72Z &S, mix/hybrid & 2 BT 5D Z &
R & U7 (Table 2), 290 nm 0 CD 7> 5 T fiE
RN LTFER., 2 TOY hy v A F T 5
& VEGF GA M DBV EVEN LRI 5 Z L 2vVR
i,

B. K 1#4E T D &A1

20 mM KCI f#/£ F T4 DNA @ CD A7 k)LD
FERIX 263 mm ICAR YT 4 T E—T R LD &
M. parallel #EZ BT D Z LIRS
(Table 2), F7=. 263 nm O CD E» 5 Tl % fif
Brifefbf, Cl £/ Cll A F kT 5 &
VEGF G4 #& OBV EMEN ERHT5 Z LR Eh

7o

Table 3 Na* & Mg* f#1{E [ ® VEGF G4 O TnfE
Name TmxSD (°C)
Unmethylated 68.1+1.0

Fully methylated 73.8+0.9

C1 methylated 68.7+1.2

C6 methylated 69.0+0.4

C11 methylated 74.0+0.4

C17 methylated 68.2+0.8

4. *Edw

20 mM NaCl + 2 mM MgCl 7£7E FiZHB W\ T, Cll
A FNWALT D & VEGF G4 & OB EMN E
AT 52 EARENTZ, 20 mM KCl f£7E T IR\
T, Cl £72X Cll & A FAbT % & VEGF G4 1%
EOBLEMNEN LRI 5 2 LRSI,




